Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.133; data-to-parameter ratio = 18.5.
Related literature
For the uses and biological importance of diketones, see: Bennett et al. (1999) ; Sato et al. (2008) . For the crystal structure of a related compound, see: Li et al. (2008) . 
Experimental

Data collection
Bruker SMART APEXII areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2008) T min = 0.972, T max = 0.982 18721 measured reflections 5017 independent reflections 3326 reflections with I > 2(I) R int = 0.032 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.133 S = 1.02 5017 reflections 271 parameters H-atom parameters constrained Á max = 0.25 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009).
Figure 1
The molecular structure of the title compound, showing displacement ellipsoids drawn at the 30% probability level. H atoms are presented as small spheres of arbitrary radius.
Figure 2
The crystal packing of the title compound viewed down b axis. H-atoms not involved in H-bonds have been excluded for clarity. 
1-Cyclopropyl-2-(2-fluorophenyl)-5-(4-fluorophenyl)-3-phenylpentane-1,5-dione
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.25 e Å −3 Δρ min = −0.20 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.00262 (5) 0.6122 (5) 0.08432 (12) 0.0835 (7) (13) 0.0478 (9) 0.0017 (10) −0.0072 (8) 0.0041 (9) C17 0.0727 (12) 0.0582 (11) 0.0468 (9) 0.0041 (9) −0.0006 (9) −0.0088 (8) C18
0.0595 (10) 0.0470 (9) 0.0450 (9) 0.0119 (8) 0.0027 (8) −0.0011 (7) C19 0.0426 (8) 0.0560 (10) 0.0420 (8) −0.0002 (7) 0.0046 (7) 0.0090 (7) C20 0.0448 (9) 0.0466 (9) 0.0389 (8) −0.0052 (7) 0.0013 (7) 0.0029 (7) C21 0.0393 (8) 0.0467 (9) 0.0386 (7) −0.0071 (7) 0.0009 (6) −0.0019 (7) 107.08 (12) C20-C19-C12 114.29 (13) C6-C5-C12 113.11 (12) C20-C19-H19A 108.7 C4-C5-C12 112.61 (13) C12-C19-H19A 108.7 C6-C5-H5 107.9 C20-C19-H19B 108.7 C4-C5-H5 107.9 C12-C19-H19B 108.7 C12-C5-H5 107.9 H19A-C19-H19B 107.6 C11-C6-C7 116.21 (14) O2-C20-C21 120.10 (14) 
